. Prediction of phosphorylation sites of nine typical SMPs by NetPhos 3.1 Server. The phosphorylation sites of these proteins (Nacrein, N16, Pif, Mantle gene 4, Heat shock protein 70, PNU7, PNU8, NU6 and MSI80) were presented. Phosphorylation potential above 50% was confidential. The crystals were first washed by DI water for three times and then were dissolved in the 0.5 M EDTA. The dissolved solution containing occluded proteins were concentrated by acetone for 1 h on ice. The solution was centrifugated at 4°C and precipitated proteins were obtained. Finally, PBS buffer were added to dissolve proteins and the concentration were measured by Nanodrop 2000. Five independent experiment were conducted.
